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C177 


GenBank Accession No. AQ463737 for Sequence-tagged connectors: A sequence approach 
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C179 


GenBank Accession No. C97772 for Rice cDNA from callus, Sasaki, T. et al, 04/04/02 
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('Brevibacterium lactofermentum' AJ 12036) odhA gene encoding a novel type of 2- 
oxoglutarate dehydrogenase, Usuda, Y. et al, 02/06/99 
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sporulation genes, Mizuno, M. et al, 02/06/99 
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Streptomyces griseus in relation to the onset of morphological differentiation, Okamoto, S. et 
al, 02/07/99 
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R. et al. 09/29/97 
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R. et al. 09/29/97 
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GenBank Accession No. E07701 for Gene DNA Participating in Integration of Membraneous 
Protein to. Honno. N. et a!. 09/29/97 
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GenBank Accession No. E08177 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al. 09/29/97 
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GenBank Accession No. E08178 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al. 09/29/97 
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GenBank Accession No. E08179 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 
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GenBank Accession No. E08180 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato. Y. et al, 09/29/97 
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GenBank Accession No. E08181 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato. Y. et al. 09/29/97 
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GenBank Accession No. E08182 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 
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GenBank Accession No. E08232 for Gene DNA Coding Acetohydroxy Acid Isomeroreductase, 
Inui, M. et al. 09/29/97 








C214 


GenBank Accession No. E08234 for Gene DNA Coding for Translocation Machinery of 
Protein, Asai, Y. et al. 09/29/97 
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GenBank Accession No. E08643 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 
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GenBank Accession No. E08646 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama. K. et al. 09/29/97 
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GenBank Accession No. E08649, Kohama, K. et al, "DNA fragment having promoter function 
in coryneform bacterium.** 09/29/97 
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GenBank Accession No. E08900 for DNA Fragment Containig Gene Coding Dihyrodipicolinic 
Acid Reductase and Utilization Thereof. Madori. M. et al, 09/29/97 
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GenBank Accession No. E08901 for DNA Fragment Containing Gene Coding Dihyrodipicolinic 
Acid Decarboxylase and Utilization Thereof, Madori, M. et al, 09/29/97 
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GenBank Accession No. E12594 for Production of L-Tryptophan, Hatakeyama, K. et al, 
09/29/97 
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GenBank Accession No. E12758 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al. 09/29/97 
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GenBank Accession No. E12759 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al. 09/29/97 
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GenBank Accession No. E12760 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al. 09/29/97 








C224 


GenBank Accession No. E12764 for Amplification of Gene Using Artificial Transposon, Moriya, 
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M. et al. 09/29/97 
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GenBank Accession No. L01508, Meckel, B. et al, "Functional and structural analyses of 
threonine dehydratase from Corynebacterium glutamicum," J. Bacteriol, Vol. 1 74(24):8065- 
8072(1992), 04/26/93 
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GenBank Accession No. L07603 for The cloning and nucleotide sequence of a 
Corynebacterium gtutamicum 3-deoxy-D-arabinoheptulosonate-7-phosphate synthase gene, 
Chen. C.C. et al. 04/26/93 
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GenBank Accession No. L09232 for Isoleucine synthesis in Corynebacterium glutamicum: 
molecular analysis of the ilvB-ilvN-ilvC operon, Keilhauer. C. et al, 02/23/95 








C232 


GenBank Accession No. L18874 for Bacillus subtilis sucrose-specific enzyme II of the 
phosphotransferase system: expression in Escherichia coli and homology to enzymes II from 
enteric bacteria, Fouet. A. et al. 1 1/24/94 
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GenBank Accession No. L27123 for Molecular characterization of aceB, a gene encoding 
malate synthase in Corynebacterium glutamicum, Lee, H.-S. et al, 06/08/95 








C234 


GenBank Accession No. L27126. Jetten, M.S., "Structural and functional analysis of pyruvate 
kinase from Corynebacterium glutamicum." Add! Environ Microbiol Vol 60f7V2501-2507 
(1994). 12/07/94 
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GenBank Accession No. L28760 for Molecular characterisation of acea a aene encodina 
isocitrate lyase in corynebacterium glutamicum. Lee, H.-S et al, 02/10/95 








C236 


GenBank Accession No. L35906, Oguiza. J.A.. "Molecular cloninq DNA seauence analvsis 
and characterization of the Corynebacterium diphtheria dtxR homolog from Brevibacterium 
lactofermentum," J. Bacteriol, Vol. 177(2):465-467 (1995) 03/06/96 








C237 


GenBank Accession No. L78820, Eiglmeier, K. et al, "Use of an ordered cosmid library to 
deduce the genomic organization of Mycobacterium laprae," Mol. Microbiol, Vol. 7(2): 197-206 
(1993) 12/17/01 
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GenBank Accession No. M13774, Follettie, M.T. et al. "Molecular clonina and nucleotide 
sequence of the Corynebacterium glutamicum pheA gene," J. Bacteriol, Vol. 167(2):695-702 
(1986), 04/26/93 
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GenBank Accession No. M16175 for Phylogenetic analysis of the coryneform bacteria by 5S 
rRNA sequences. Park. Y.H. et al. 04/27/93 
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GenBank Accession No. M16663 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid producinq bacterium. Sano. K. et al, 06/11/01 
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GenBank Accession No. M16664 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid-producing bacterium. Sano, K. etal, 06/11/01 
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GenBank Accession No. M25819 for Cloning and nucleotide sequence of the 
phosphoenolpyruvate carboxylase-coding gene of Corynebacterium glutamicum ATCC13032, 
O'Regan. M. et al. 12/15/95 
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GenBank Accession No. M85106 for Gram-positive bacteria with a high DNA G+C content are 
characterized bv a common insertion within their 23S rRNA qenes, Roller. C. et al. 04/26/93 
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GenBank Accession No. M85107 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA qenes. Roller. C. et al. 04/26/93 
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GenBank Accession No. M85108 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA qenes. Roller, C. et al. 04/26/93 
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GenBank Accession No. M89931, Rossol, I. et al, The Corynebacterium glutamicum aecD 
gene encodes a C-S lyase with alpha, beta-elimination activity that degrades 
aminoethylcysteine. ,, J, BacterioL. Vol. 174(9):2968-2977 (1992), 02/08/02 
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GenBank Accession No. S59299 for Cloning of the trp gene cluster from a tryptophan- 
hyperproducing strain of Corynebacterium glutamicum: identification of a mutation in the trp 
leader sequence. Herry. D.M. et al. 04/13/01 
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GenBank Accession No. S76966 for Insertion sequence typing of Mycobacterium tuberculosis: 
characterization of a widespread subtype with a single copy of IS6110. Fomukong. N.G. et al, 
05/11/05 
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C252 


GenBank Accession No. U 13922 for Cloning and characterization of a DNA region encoding a 
stress-sensitive restriction system from Corvnebacterium glutamicum ATCC 13032 and 
analysis of its role in intergeneric conjugation with Escherichia coli, Schafer, A. et al, 02/03/98 
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GenBank Accession No. U14965 for Molecular cloning and characterization of the recA gene 
from Corvnebacterium glutamicum AS019, Kerins, S.M. et al, 02/05/99 
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GenBank Accession No. U31224, Ankri, S. et al, "Mutations in the Corvnebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of the proA step," J. Bacterid., Vol. 
1 78(1 5):441 2-441 9 (1 996). 08/02/96 
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GenBank Accession No. U31225. Ankri, S. et al, "Mutations in the Corvnebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. Bacteriot., Vol. 
178(15):4412-4419 (1996), 08/02/96 
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GenBank Accession No. U31230. Ankri, S. et at, "Mutations in the Corynebacterium 
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domain protein similar to biotin carboxylases and biotin-carboxyl-carrier proteins, Jager, W. et 
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GenBank Accession No. U43535 for A Corynebacterium glutamicum gene conferring 
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GenBank Accession No. U89648 for Corvnebacterium glutamicum, Kim, S.Y. et al. 03/30/99 
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